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Dendritic cells are key linkers of innate and adaptive immunity. Efficient dendritic
cell activation is central to the acquisition of immunity and the efficacy of vaccines.
Understanding how dendritic cells are affected by Plasmodium falciparum blood-stage
parasites will help to understand how immunity is acquired and maintained, and
how vaccine responses may be impacted by malaria infection or exposure. This
study investigates the response of dendritic cells to two different life stages of the
malaria parasite, parasitized red blood cells and merozoites, using a murine model.
We demonstrate that the dendritic cell responses to merozoites are robust whereas
dendritic cell activation, particularly CD40 and pro-inflammatory cytokine expression,
is compromised in the presence of freshly isolated parasitized red blood cells. The
mechanism of dendritic cell suppression by parasitized red blood cells is host red
cell membrane-independent. Furthermore, we show that cryopreserved parasitized red
blood cells have a substantially reduced capacity for dendritic cell activation.
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INTRODUCTION
Dendritic cells (DCs) are key linkers of innate and adaptive immunity and their activation is
essential to vaccination. Ablating DCs inmurinemodels leads to vaccination failure and subsequent
loss of antigen-specific T cells (1). Immunization of individuals living in malaria-infested regions
has been notoriously difficult, with even the most promising vaccines failing to provide high levels
of efficacy. A failure to activate DCs in people infected with Plasmodium falciparum blood-stage
parasites may provide some explanation to the low efficacy of malaria vaccines [reviewed in (2)]. It
may also explain the slow acquisition of natural anti-malarial immunity in individuals residing in
malaria-endemic settings.
Activation of DCs is required for their subsequent efficient activation of T cells. Activated DCs
increase surface expression of the co-stimulatory markers MHCII, CD40, CD80, and CD86, which
are all involved in T cell co-stimulation. In particular, the interaction between CD40 on DC and its
ligand CD40L on T cells is integral to enhance both T cell and DC responses for effective adaptive
immune responses (3).
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There remains an unresolved question of whether exposure
to P. falciparum inhibits DC activation, leading to DC
“suppression.” Literature from ex vivo studies has suggested
that DCs from infected individuals are inhibited in core
DC functions, namely: expression of co-stimulatory markers,
cytokine secretion, antigen uptake, and the ability to induce
primary and secondary T cell responses (4–7). However, there
is a lack of consensus among in vitro studies as to what effect
P. falciparum has directly upon DCs. To date the majority of
literature has examined DC responses to parasitized erythrocytes
(pRBCs), the intracellular stage of the asexual parasite. In this
life stage P. falciparum is concealed from host immunity by the
host erythrocyte membrane, though parasite proteins such as the
adhesion ligand PfEMP1 are exported to the erythrocyte surface.
Very little research into cellular responses to the infectious
extracellular stage, known as the merozoite, has been carried out.
Furthermore, it is important to note that the majority of in vitro
studies have been carried out in monocyte-derived (mo) DCs (8),
which are phenotypically and functionally different from bona
fide DCs (8, 9).
The murine Flt3 ligand-induced DCs (FL-DCs) closely
recapitulate the DCs of the blood, similar to spleen DC, but
slightly less mature conventional (cDC) and plasmacytoid (pDC)
DC subsets (10–13). Therefore, the FL-DC model was used here
for its ease and its capacity to generate large volumes of bona fide
DCs, enabling us to test a broad variety of parameters.
The FL-DC cDCs can be divided into two subsets by
expression of CD24 and CD11b. The FL-DC CD24+ cDCs
(CD24+CD11b−) are immature cDC1. The cDC1 subset is
specialized in cross-presentation and has a superior ability to
prime naive cytotoxic CD8+ T cells, and polarize T cells toward
the TH1 pathway via IL-12 production. Meanwhile, the FL-
DC CD11b+ subset (CD24−CD11b+) is equivalent to immature
cDC2 (11). These FL-DC cDC1 and cDC2 populations share
many pattern recognition receptors with their human blood DC
counterparts and the core surface phenotypes and functions of
cross-presentation (cDC1) and bacterial recognition and CD4+
T cell stimulation (cDC2) are conserved [reviewed in Macri
et al. (14)].
In contrast, pDCs are overall poor stimulators of T cell
responses and do not upregulate co-stimulatory markers. Their
defining characteristic is the secretion of Type I and III
interferons (IFNs) in response to viral infection and/or the
ligation of endosomal TLRs (15–17). In humans, pDCs are also
the only subset to express TLR9, which is a known receptor for
malarial DNA (18, 19).
Previous literature has described pDC production of IFN-α
in response to P. falciparum merozoites in vitro (19) and during
natural infection in humans (20), where pDCs appear suppressed
in the presence of malaria parasites (21). Further studies hinted
at pDC as a source of replicating malaria parasites (22), but this
subset has, overall, been poorly studied in malaria.
This study aimed to identify how DC responses to the
pRBC and the merozoite differ, with findings indicating that
merozoites induce DC activation whereas pRBCs induce low co-
stimulatory marker expression but high production of cytokines,
with greater suppression at increasing doses of pRBCs. We reveal
that the mechanism of suppression of DC activation occurs
independently of the host RBC membrane, is not seen with
pRBCs that have undergone a freeze-thaw cycle, and cannot be
rescued by merozoites nor an exogenous TLR9 stimulus.
METHODS
Culture, Purification, and Freeze-Thawing
of P. falciparum Blood-Stage Parasites
Plasmodium falciparum 3D7 parasites were cultured as per
standard protocols. Briefly, parasites were maintained in
RPMI1640 (Gibco) enriched with 5% Albumax (Gibco) and 5%
AB+ human serum obtained from the Red Cross, Melbourne,
Australia. Parasites were cultured at 3–5% haematocrit using
type-O negative blood (Red Cross) and incubated in medical
gas (1% O2 and 5% CO2 in nitrogen gas) at 37
◦C as per
standard protocols. Parasite growth was assessed daily by thin
smear (23) stained with Giemsa’s azur eosin methylene blue
solution (Merck Millipore). Parasites were sorbitol synchronized
(24) and selected for knob expression by gelatin flotation (25).
All parasites were initially treated with Mycoplasma removal
agent (MP Biomedicals) for 2 weeks as per the manufacturer’s
instructions. Subsequently, parasites were tested at 1-monthly
intervals for Mycoplasma contamination using the MycoAlert
test kit (Lonza).
Trophozoite Preparation
Trophozoites at 24–28 h post-invasion were isolated by magnetic
selection with the VarioMACS (Miltenyi Biotech) system. Purity
was assessed by counting 200 cells via Giemsa thin smear.
Preparations varied from 70 to 99% parasite purity and
preparations with purity of <90% were re-purified by repeating
magnet selection. Purified preparations were counted using
a haemocytometer and resuspended to the appropriate cell
concentration in complete medium (CM): RPMI1640 containing
GlutaMAX (Gibco) supplemented with 10% heat-inactivated
FCS, 0.1mM 2-beta-mercaptoethanol, 100 U/mL penicillin
and 100µg/mL streptomycin. Aliquots of purified trophozoites
with >95% purity were also frozen in glycerolyte 57 (Baxter
Healthcare Corporation) and stored at −80◦C to compare
efficacy of DC stimulation with same-day isolated cultures.
Merozoite Preparation
Merozoites were purified as per Boyle et al. (26). Briefly, late-
stage (30–34 h) trophozoites were purified and returned to
culture without uninfected RBCs (uRBCs). When trophozoites
had matured into schizonts (40 h), 10µM of protease inhibitor
E64 (Sigma) was added to culture medium to inhibit merozoite
egress. Upon maturation into late-stage schizonts (46–48 h),
pRBCs were resuspended in 20mL of RPMI-HEPES and schizont
rupture was induced by pushing through a 1.2µM syringe
filter (Pall), resulting in purified merozoites. Merozoites were
stained with ethidium bromide (EtBr) and counted by flow
cytometry. For storage, late-stage segmented schizonts derived
by this method were frozen in PBS at a concentration of 150 ×
107/mL after arrest with E64 but prior to filter lysis and stored at
−80◦C until use in assays.
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Saponin Lysis to Remove Host RBC
Membranes
Magnet-purified pRBCs or empty “mock” tubes were co-
incubated with 0.09% saponin in 1X PBS for 30 s at RT, after
which they were washed three times in RPMI containing 2% FCS
to remove residual saponin. Saponin lysis of host RBCmembrane
was confirmed by microscopy. Both saponin-treated and intact
parasites were then resuspended in CM and co-incubated with
FL-DCs in the presence or absence of 0.5µM CpG2216. CM or
CM and CpG2216 were added to “mock” tubes to control for
any potential carry-over of the detergent and added to FL-DCs
as separate controls.
FL-DC Culture
Bone marrow cells were stimulated with Flt3-L to induce large
quantities of DCs similar in phenotype and function to those
found in murine spleen (11, 12, 27) (Supplementary Figure 1).
Briefly, FL-DCs were obtained as follows: leg bones of
C57Bl/6 mice (AMREP Animal Services Precinct Animal Centre,
Melbourne, Australia) were dissected out and harvested into
RPMI containing 2% v/v FCS. Bones were cut open and bone
marrow was flushed with a 22 g needle using 2mL of RPMI-FCS
per bone. After centrifugation at 600× g for 7min, cells were co-
incubated with 1mL of red cell lysis buffer (Sigma) with constant
mixing for 30 s. Cells were washed twice in RPMI1640 containing
2% FCS before resuspending in complete medium and filtering
through a 70µM sieve (Falcon). Cells were resuspended at 1.5×
106 cells/mL in complete medium containing 100 ng/mL of Flt3-
L-Ig (BioXCell) and cultured in vented cap tissue culture flasks
(Corning) in a 37◦C incubator in 5% CO2 for 8 days.
Determining the Effect of the Parasite-DC
Ratio Upon the DC Response to Purified
Blood-Stage P. falciparum
After 8 days culture FL-DC were counted and washed in CM.
Merozoites and pRBCs were titrated against FL-DCs in round-
bottom 96-well-tissue culture plates (Falcon) at a final cell
concentration of 0.5 × 106 FL-DC/mL. Additionally, FL-DCs
were also cultured with 0.5µM CpG2216 alone or in addition to
parasites, or with media alone or uRBCs as negative controls. All
incubations were carried out for 18–20 h at 37◦C in 5% CO2.
Flow Cytometric Analysis
For analysis of surface phenotype, cells were stained in 1X PBS
supplemented with 2% v/v FCS and 10% v/v 0.1M EDTA (MACS
buffer) with monoclonal antibodies for MHCII, CD11b, CD11c,
CD24, CD45R, and CD199. For staining, antibody was diluted
in MACS buffer and antibody cocktail was added at 10µL/106
cells, with a minimum of 30 µL of cocktail per well or tube, and
incubated in the dark at 4◦C for 20min. Cells were washed to
remove unbound antibody and analyzed on a BD Fortessa or
BD LSRII flow cytometer. DCs were identified as medium-sized
cells on forward and side scatter and doublets and PI-positive
dead cells excluded. Activation of viable DCs was measured
by expression of costimulatory markers MHCII, CD40, CD69,
CD80, and CD86 on each DC subset using antibodies outlined
in Supplementary Table 1.
Cytokine Analysis
Frozen supernatants derived from parasite-FL-DC co-culture
experiments were tested for the presence of IFN-γ, IL-1β, IL-
2; IL-4, IL-5, IL-9, IL-12p70, IL-13, IL-17a, IL-18, IL-22, IL-
23, IL-27, GM-CSF, IP-10, eotaxin, and MIP-1α by ProcartaPlex
(eBioscience) multiplex as per manufacturer’s instructions.
Presence of MIP-2, IL-6, IL-10, GRO-α, MCP-1, MCP-3, MIP-
1β, RANTES, and TNF-α were assayed for by both FlowCytomix
(eBioScience) and ProcartaPlex. Expression of IFN-α and IFN-β
was measured by a separate multiplex (ProcartaPlex).
RESULTS
The Ratio of pRBCs-to-DCs Affects
Expression of DC Maturation Markers and
This Is Not Rescued in the Presence of
TLR9 Ligand
People in endemic malaria regions can have a wide range
of parasitemia in peripheral blood. Those with asymptomatic
malaria typically have lower levels of parasitemia, ∼5,000 P.
falciparum parasites per mL of peripheral blood on average
(28), depending on the setting. This equates to a ratio of ∼0.25
parasites to 1 DC in blood. However, significant numbers of
asymptomatic people and those with symptomatic malaria have
infections over 106 parasites per mL, equating to ∼50:1 ratio of
parasites to blood DC (29, 30).
To model the effect of different parasite concentrations on
blood DC we analyzed the response of murine FL-DC to purified
pRBCs from a high ratio of 50:1 to a low ratio of 1:1. In
replicate, CpG2216 was added to the cultures to ask whether
the presence of pRBCs affected the activation of FL-DC by an
additional stimuli. The addition of uRBC alone were used to
control for responses to RBC alone. To determine cell activation,
MHCII and CD40 and CD86 co-stimulation molecule expression
was measured upon FL-DCs (Figure 1). Analyses of total FL-
DC indicated a reduction in CD40 expression at ratios of
pRBC:DC of>12.5, and at lower concentrations in the additional
presence of TLR9 ligand (CpG2216). Separate analyses of cDC
and pDC subsets indicated that high pRBC concentrations led
to a significant reduction of co-stimulation marker expression
on both CD24+ and CD11b+ cDCs (Figure 1C) that was
particularly strong for CD40, and also occurred in the additional
presence of CpG2216 (Figure 1A). While DC viability decreased
in response to 50:1 concentrations of pRBC alone, viability was
not significantly decreased by pRBC in the presence of CpG yet
co-stimulation molecule expression still decreased (Figure 1B).
In response to low ratios of pRBCs of <12.5 pRBC:DC, cDC
expression of co-stimulatory markers was comparable to that
induced by CpG2216.
A more complex relationship between MHCII and co-
stimulatory marker expression and pRBC ratio was observed
in pDCs. Upon stimulation with low ratios of pRBC, pDCs
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FIGURE 1 | High doses of pRBCs induce poor FL-DC activation and prevent normal TLR9-mediated activation. (A) Expression of CD40 on CD24+ cDCs was
downregulated in response to high doses of pRBCs alone (solid circles) or pRBCs + CpG2216 (hollow circles). Responses to CpG2216 alone (solid line) and uRBC
alone (dashed line) are shown for comparison. (B) Viability of total FL-DCs in response to pRBCs alone (gray) or pRBCs + CpG2216 (black). Viability in response to
culture medium alone (CM; white with gray border) or CpG2216 alone (CpG; gray with black border) are shown for comparison. (C) Expression of MHCII, CD40, and
CD86 in response to pRBCs in CD24+ cDC, CD11b+ cDC, and pDCs. Co-stimulatory marker expression is shown in response to pRBC-to-DC ratios of 50:1 (black),
6:1 (gray), and 1:1 (white), as well as in response to CpG2216 (solid line) or uRBCs (dashed line). *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 0.0001. P-values were
determined by two-way ANOVA using multiple comparisons. Data shown is from three experiments, each experiment using pooled FL-DC cultures from two mice.
Error bars represent SEM of three separate experiments. MFI—geometric mean fluorescence intensity.
expressed MHCII, CD40, and CD86 at elevated levels compared
to uRBCs alone, which could be further elevated in the presence
of CpG2216. However, upon stimulation of pDC with pRBC
ratios >25:1, in the presence or absence of CpG2216, CD40, and
CD86 expression was reduced whereas MHCII (Figure 1C) and
CD80 (data not shown) expression increased to levels above that
seen with CpG2216 alone.
The Ratio of pRBCs-to-DCs Alters FL-DC
Patterns of Cytokine Production Including
in the Presence of TLR9 Ligand
The data of Figure 1 indicated that at high pRBC:DC ratios, the
response of DCs to CpG2216 was inhibited and that overall, DC
activation was suppressed. To further investigate the activation
of DC across a range of pRBC concentrations we analyzed the
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production of cytokines in the supernatants of the cultured
FL-DC.
Others have previously reported pDC-produced IFN-α in
response to P. falciparum (19, 31, 32), with conflicting reports
on whether the activation of pDCs was inhibited by pRBCs
(19, 32). In the FL-DC cultures with pRBCs alone, IFN-α was
only detectable in the cultures at ratios of <12.5 parasites per DC
(Figure 2A). At pRBC:DC ratios of 1:1 and 6:1, we detected high
levels of IL-6 and IP-10 (CXCL10) and detectable levels of TNF-α,
IL-10, IFN-γ, and MIP-2 (CXCL2, Figure 2B). At pRBC-to-DC
ratios of 50:1, IL-6, TNF-α and IL-10 production were reduced
to the baseline levels induced by uRBCs whilst IP-10, IFN-γ and
MIP-2 were produced at levels similar to those observed with
ratios of 1:1 pRBC:DC (Figure 2B).
We then investigated whether cytokine secretion to pRBCs
was boosted in the presence of TLR9 ligand, CpG2216, or
if pRBCs were able to suppress CpG2216-induced cytokine
secretion. The pDC and pDC-like cells are the only cells capable
of producing high levels of IFN-α to CpG oligonucleotides,
potent TLR-9 ligands (33). Addition of CpG2216 to pRBC-
DC co-incubations increased overall cytokine secretion
but a pRBC dose-dependent suppression of TLR9-induced
IFN-α, i.e., pDC responses, was observed (Figure 2A) from
bulk cultures. Reduced production of both TNF-α and IL-
10 were also observed with pRBC:DC ratios of 6:1 and
above (Figure 2). This suppression was marked at pRBC:DC
ratios of 50:1 for IL-10, TNF-α, IL-6, and MIP2 production
(Figure 2B).
Only Freshly Isolated pRBCs Are
Suppressors of FL-DC Activation
We compared responses of FL-DCs stimulated with freshly
isolated pRBCs and pRBCs previously purified and freeze-
thawed. The protocol used for cryopreservation and thawing
of pRBCs largely preserves pRBC integrity (34, 35) and is
a convenient way of preparing standardized preparations of
parasites for research, including experimental human infections
(36, 37). However, frozen pRBCs were less efficient at activating
the FL-DC (Figure 3A and data not shown). Moreover, they
were inefficient at suppressing the TLR-9 activation of FL-
DC compared to the freshly isolated pRBC (Figure 3A and
Supplementary Figure 2). Therefore, frozen and fresh pRBC
preparations were qualitatively different in their fundamental
abilities to activate DCs.
Removal of Host RBC Membrane Does Not
Prevent Parasite-Induced Suppression of
DC Responses
The differences in the ability of fresh vs. frozen and thawed
pRBC preparations to affect FL-DC activation suggested that
perhaps a reduction in pRBC membrane viability was the
cause. To test this, we treated freshly isolated pRBCs with the
detergent saponin. Saponin treatment of pRBCs disrupts the RBC
membrane and the parasitophorous vacuolar membrane (38).
Thus, saponin-treated trophozoites lack expression of malarial
proteins normally located on the host red cell membrane,
including molecules such as PfEMP1 which have been postulated
to inhibit innate immune responses (39–41).
Co-stimulatory marker expression by DCs was similar
after stimulation with saponin-treated and untreated pRBCs,
with pRBC:DC ratios of 1:1 and 5:1 actually inducing
lower levels of activation whilst high doses still led to low
CD40 upregulation. In the presence of CpG2216, DCs were
similarly activated, regardless of saponin treatment, whilst
high doses of saponin-treated pRBC still suppressed the
CpG2216-driven CD40 (Figure 3) and CD86 upregulation
(Supplementary Figures 3B,C) on cDC and pDC populations.
Thus, neither the presence of host RBC membrane nor
surface-expressed parasite proteins, including PfEMP1, appeared
to play a major role in suppression of FL-DC activation
in the presence of high levels of parasites. Viability was
comparable between FL-DCs exposed to saponin-treated
and non-treated pRBCs for every ratio of pRBCs to DCs
(Supplementary Figure 3A). This data also suggested that
the differences in DC activation abilities between frozen and
freshly isolated pRBC were intrinsic to the trophozoite and not
dependent on the host RBC membranes.
Merozoites Are Potent Stimulators of
FL-DCs
Merozoites are the extracellular life stage of the malaria parasite.
FL-DCs stimulated with ratios of merozoites to DCs from a
high ratio of 50:1 to a low ratio of 1:1 were, in the main,
highly activated, with dose-dependent increases of all surface
activation markers examined (Figure 4), although CD11b+ FL-
DC showed reducedMHCII expression with high concentrations
of merozoites (Figure 4C). However, in contrast to stimulation
with pRBCs, at ratios higher than 12.5 merozoites:DC significant
DC death was observed (Figure 4B). The rate of cell death
at these ratios was high, consistent with excessive activation,
and while cell surface activation of the remaining DC by
TLR9 ligand was largely not perturbed by high concentrations
of merozoites (Figure 4C), these results should be viewed in
light of the very high rates of DC death at these parasite
ratios.
FL-DC Production of Cytokines in
Response to Merozoites Generally
Increases With Higher Merozoite Dose
In response to increasing doses of merozoites, FL-DCs produced
increasing amounts of cytokines (Figures 5A,B). This was
inverse to the effect observed with pRBCs (Figure 2). Merozoites
were a potent stimulus for IFN-α production. In the presence
of CpG2216, production of TNF-α and IL-6 was reduced
with increasing merozoites, potentially due to high merozoites
concentrations inducing high DC death (Figure 4B). Overall,
merozoites appeared to be potent activators of FL-DCs,
inducing high levels of cell death at the highest concentrations
but apparently not suppressing FL-DC activation by TLR9
ligands.
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FIGURE 2 | Production of cytokines by FL-DCs is inhibited by high pRBC-to-DC ratios. Supernatants from FL-DC cultures stimulated with pRBCs were assayed for
cytokine production using FlowCytomix and ProcartaPlex multiplexes. (A) IFN-α expression by FL-DCs was suppressed by the presence of high ratios of pRBCs,
even in the presence of TLR9 ligand (pRBC+CpG). (B) FL-DC production of cytokines in response to pRBC-to-DC ratios of 1:1 (white), 6:1 (gray), and 50:1 (black)
alone, or in the presence of CpG2216. Cytokine expression in response to uRBCs (dashed line) or CpG2216 alone (solid line) are included for comparison. *p < 0.05,
**p < 0.01, ***p < 0.001, ****p < 0.0001. P-values were determined by two-way ANOVA using multiple comparisons. Data shown is from three experiments with
each experiment using pooled FL-DC cultures from two mice. Error bars represent SEM of three separate experiments.
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FIGURE 3 | pRBC-induced suppression is dependent on fresh parasites but not on intact host RBC membranes. (A) A titration of frozen pRBCs were compared to
freshly purified pRBCs for the ability to induce activation and parasite-induced suppression of FL-DC TLR9 responses. Shown are IFN-α responses either to parasites
alone or in the additional presence of CpG2216. (B) FL-DCs were co-incubated with saponin-treated or untreated P. falciparum pRBCs for 18–20 h at three different
parasite-to-DC ratios: 1:1 (white), 5:1 (gray), and 25:1 (black), in the presence or absence of CpG2216. DC subpopulations were gated and expression of CD40 is
shown. Each bar shows the SEM of three separate experiments, with each experiment using FL-DC cultures derived from pooling two mice. *p < 0.05, **p < 0.01,
***p < 0.001, ****p < 0.0001. P-values were determined by two-way ANOVA using multiple comparisons. (C) To control for effects of any carry-over saponin, saponin
was also added to empty tubes and washed alongside the pRBC samples. Culture medium alone or medium containing CpG2216 were aliquoted into these tubes
(designated Saponin +) and used to stimulate FL-DCs. The lack of any suppression of CD40 expression by uRBCs alone (25:1) is shown.
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FIGURE 4 | Merozoites induce potent activation but high cell death of FL-DC. (A) Surface expression of CD40 on CD24+ cDCs in response to 1–50 merozoites per
DC (solid triangles) or in the additional presence of CpG2216 (hollow triangles). Level of CD40 in response to CpG2216 alone (solid line) and media alone (dotted line)
are shown for comparison. (B) Exposure to high doses of merozoites results in death of up to 90% of FL-DCs after 18 h culture. Viability in response to culture
medium alone (CM; white with gray border) or CpG2216 alone (CpG; gray with black border) are shown for comparison. (C) MHCII, CD40 and CD86 surface
expression on FL-DCs gated for CD24+, CD11b+ or pDC in response to 1:1 (white bars), 6:1 (gray bars), or 50:1 (black bars) merozoites:DC, alone or in the addition
presence of CpG2216.). *p < 0.05, **p < 0.01, ***p < 0.001, ****p < 0.0001. P-values were determined by two-way ANOVA using multiple comparisons. Data shown
is from three experiments, each experiment using pooled FL-DC cultures from two mice. Error bars represent SEM of three separate experiments.
Merozoites Cannot Rescue FL-DC
Suppression Induced by pRBCs
During malaria infection DCs would encounter both trophozoite
and merozoite life-stages of the malaria parasite. Since
merozoites did not suppress DC activation we tested whether
merozoites would rescue the upregulation of CD40 in the
presence of pRBCs, with or without TLR9 ligand. A ratio of 25
pRBCs:DCs was used with the addition of equal numbers of
merozoites. Ratios of 25 parasites per DC for each life stage were
chosen as concentrations that were still inhibitory for pRBCs
(Figure 1A) but maintained high CD40 levels in response to
merozoites alone (Figure 4A). Whilst merozoites are potent
stimulators of MHC and co-stimulatory molecule expression
on FL-DCs (Figure 4), they were unable to efficiently activate
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FIGURE 5 | Merozoites induce expression of a range of cytokines from
FL-DCs. FL-DCs were incubated for 18 h with merozoites (Mz) and cytokines
were measured in the supernatant using FlowCytomix and ProcartaPlex
multiplexes. (A) High ratios of Mz:DCs induce high expression of IFN-α.
(B) Mz:DC ratios of 1:1 (white bars), 6:1 (gray bars), or 50:1 (black bars). The
expression in response to media alone (dotted line) and CpG2216 alone (solid
line) were included for comparison. *p < 0.05, **p < 0.01. P-values were
determined by two-way ANOVA using multiple comparisons. Figure shows
pooled data from three experiments of FL-DC cultures derived from two mice
each.
FL-DCs in the presence of pRBCs, particularly the upregulation
of CD40 (Figure 6), either when mixed with pRBCs alone or in
the additional presence of CpG2216 (Figure 6).
DISCUSSION
We have shown that at doses of >6 parasites to 1 DC,
P. falciparum pigmented trophozoites possess a stage-specific
capacity to suppress specific DC functions. This suppressive
capacity particularly affects the upregulation of CD40 on all DC
subsets and the ability of DCs to produce key cytokines; IFN-α,
TNF-α, IL-6, and IL-10. This suppressive capacity of pRBCs is not
dependent upon PfEMP1 or other parasite molecules expressed
on, or other properties of, the infected host RBC membrane
(Figure 3).
The pRBCs not only suppressed DC responses to themselves
at ratios of >6 per DC but also suppressed the ability of DCs
to respond to the potent TLR9 ligand, CpG2216 (Figure 1).
This included inhibiting the ability of pDCs to produce IFN-α
to CpG2216 (Figure 2A). Although suppressing TLR9-mediated
DC activation, increasing doses of pRBCs did not enhance
DC death. Others have previously shown that monocyte-
derived DCs, DCs fundamentally different to those investigated
herein, also do not require PfEMP1 to be suppressed, though
suppression of DC activation at doses of 100:1 were at least in part
due to DC apoptosis (42). The data shown herein of suppression
of TLR9-mediated FL-DC activation by pRBCs is independent
of cell death (Figure 1). In the aforementioned study, it was
also shown via transwell experiments that cell-cell contact was
not required for 100:1 doses of pRBCs to inhibit TLR-mediated
upregulation of HLA-DR, CD83, and CD86 (42). Similarly,
lysates from pRBCs induced chemokine production from human
DCs, similarly to intact pRBCs (32). Both suppression and
activation of DCs by pRBCs are therefore mediated by soluble
factors, which could potentially be addressed by co-incubating
TLR-stimulated DCs with conditioned parasite medium and
measuring suppression.
In stark contrast, purifiedmerozoites induced dose-responsive
activation of the FL-DCs and high (likely activation-induced)
DC death at high doses (Figures 4, 5). The merozoites were
not able to rescue the activation of FL-DCs in the presence of
pRBCs; in fact, pRBCs inhibited the strong merozoite-driven DC
activation (Figure 6). DC death in malaria is via the apoptotic
pathway (4, 42, 43), and it is unclear whether the DC death
observed in response to high ratios of parasites in this study is due
to parasites directly activating pro-apoptotic signals or whether
it is apoptosis as a natural endpoint of DC activation. The
increased DC apoptosis may inhibit activation of surrounding
DCs by impairing the maturation of immature DCs (44) and
polarizing DCs toward a tolerising phenotype (45). Regardless,
DC apoptosis is likely a major contributor to the short duration
of immune memory to malaria. Determining whether apoptosis
is driven by maturation or parasites will help to identify methods
of reducing apoptosis and improve downstream DC responses.
In contrast, ratios of 1:1 pRBC potently activated DCs to
upregulate co-stimulatory markers (Figure 1) and cytokines,
including IFN-α (Figure 3). Merozoites on the other hand,
really showed a dose response effect in their ability to activate
DC (Figures 4, 5), although ratios of 1 merozoite per DC
still activated DC, highest levels of cytokines and cell surface
markers were reached with more than 6 merozoites per DC.
As merozoites and trophozoites have divergent transcriptomes
(46, 47), this may help to identify potential activatory proteins.
Furthermore, DC activation by these very low ratios of parasites
suggests that even very low parasitaemia may induce potent DC
activation, at least initially. Asymptomatic parasitaemia, often
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FIGURE 6 | Stimulation with mixed high-dose pRBCs and merozoites in the presence or absence of CpG2216 does not result in recovery of CD40 expression.
FL-DCs were stimulated with either pRBCs alone, or pRBCs in the presence of an equivalent ratio of merozoites (Mz), in the presence or absence of CpG2216. All
pRBCs and merozoites were added at a ratio of 25 per DC. Neither the addition of merozoites nor the addition of CpG2216 resulted in rescue of CD40 expression,
but other markers demonstrated a heterogenous response. Co-stimulatory marker expression is represented as fold increase over media control and each bar
represents mean and SEM of two experiments based on pooled FL-DC cultures of two mice.
seen in areas of high transmission, may reflect a pattern where
initial potent DC-driven responses are suppressed by subsequent
high-parasitaemia infections, leading to immunosuppression and
tolerance. In contrast, low-parasitaemia infections may actually
induce potent DC responses that lead to the generation of
memory.
As regards physiological relevance of the parasite-to-DC ratios
examined in this study, there is relatively little information on
bioavailability of blood-stage malaria parasites to splenocytes in
vivo. However, in vitro studies suggest that in high-parasitaemia
settings a large proportion of merozoites fail to invade (26). This
would result in high volumes of merozoites circulating to or
being trafficked to the primary lymphoid tissues by migratory
DCs, potentially even to the 50:1 ratios reported in this study.
It is also observed in vivo that the spleen can remove parasites
from RBCs without inducing RBC lysis (48–50), and while
there is no information at what rate this occurs, splenocytes
may encounter membrane-free pRBC at a rate dependent on
overall parasite burden. Potentially, splenic DCs may encounter
very high ratios of membrane-free pRBC in high parasitaemia
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settings, and as DC responses are not significantly affected by
pRBC membrane, it is possible that the patterns reported in our
study reflect physiological phenomena occurring in lymphoid
organs.
An important point revealed in this work was that the DC
response to frozen and thawed pRBCs is distinct from the
response to fresh pRBCs (Figure 3). Methods to standardize
frozen pRBC preparations have been used to prepare parasite
vaccinations for standardization of controlled human malaria
infection trials in naïve individuals (36). While this method
induces viable parasites, it is likely that a proportion of ring-
stage trophozoites would not survive the freezing process and
may lead to induction of sub-optimal DC responses or tolerance.
Furthermore, it serves as a caution for in vitro experiments
that may use cryopreserved pRBCs as an immune stimulus. The
data shown would argue that a comparison with freshly isolated
pRBCs is needed to determine whether responses of human DCs
and other innate responses in vivo and in vitro are qualitatively
different when comparing inoculation with freeze-thawed vs.
fresh pRBC preparations.
The surface activation marker most consistently suppressed
by the presence of pRBCs, in both cDCs and pDCs, was
CD40. Ligation of CD40 is crucial as it improves DC survival
and enhances antigen presentation, therefore acting as a direct
marker for DC activation (3). The interaction of CD40:CD40L
between DCs and T cells activates both cell types and provides
a vital positive feedback loop for cytokine secretion and co-
stimulatory marker upregulation by DCs (3). Loss of CD40
on the surface of pRBC-exposed DCs could result in failure
to induce downstream co-stimulatory pathways, resulting in
overall failure of DC function. Work by Mukherjee and
Chauhan highlights the importance of CD40 signaling for
upregulation of other co-stimulatory markers in the moDC:P.
falciparum context. When CD40L was added to moDCs co-
incubated with “suppressive” doses of pRBCs, expression of
CD83 was unaltered and expression of CD80 enhanced, rather
than suppressed (51). A similar mechanism may be present
in bona fide DCs. If CD40 expression is restored in DCs
exposed to high doses of P. falciparum, it may restore their
ability to stimulate T and B lymphocytes, which has implications
for the design of next generation vaccine adjuvants that
either target pRBC mechanisms of CD40 down-regulation
or independently lead to enhanced expression of CD40 on
DCs.
Murine FL-DC were used as a model for human blood
DCs as they could be easily generated in large numbers
and consistently produce similar levels of pDCs and cDCs
(Supplementary Figure 4). FL-DCs also show greater
transcriptomic similarities to their human counterparts
than moDCs, another model commonly used to study
malaria-DC interactions (9). The major difference between
murine FL-DCs and human blood DCs is that only pDCs
in humans express TLR9 (52). However, findings in human
moDCs, which also do not express TLR9, are also suppressed
by high doses of pRBCS (42, 53), suggesting high pRBC
doses can suppress DC activation by multiple alternate
pathways.
The mechanism by which pRBCs inhibit DC activation
remains unclear. The effects of hemozoin upon DCs have
been debated in the literature (18, 19) but it is unlikely
to be the suppressive factor in this model as merozoite
preparations were not hemozoin-depleted prior to DC co-
incubation, yet still induced potent DC activation. A possible
explanation may be found in the proteomic and transcriptomic
differences between pRBCs and merozoites. The merozoite
transcriptome is 45% smaller than that of the trophozoite.
Merozoites lack the expression of many proteins required for
hemoglobin digestion, protein export, and parasite metabolism
(46, 47). One of these trophozoite-restricted protein families
may contain the factor responsible for suppression; alternately,
it may be a lipid, RNA byproduct or metabolite of the
pigmented trophozoite, which is a very metabolically active
life stage.
In conclusion, we demonstrate that pRBCs can suppress
specific key DC functions and activation, in contrast to the
activatory effect of merozoites. While DCs would interact with
both merozoites and pRBCs in the blood, the specific suppressive
effect of pRBCs appeared dominant and occurred even in
the presence of merozoites. These findings may help partly
explain why malaria immunity is typically slow to be acquired
through natural exposure, why vaccine efficacy and vaccine-
induced immune responses are lower in malaria endemic settings
than among malaria-naïve subjects (54), and why immunity to
malaria is generally not well-maintained (55). Further research to
understand the mechanistic basis for these effects and identifying
strategies to overcome them may be crucial for the development
of highly efficacious and long-lasting vaccines.
ETHICS STATEMENT
This study was carried out in accordance with NHMRC
guidelines and approved by the Animal Ethics Committee at
AMREP Animal Services Precinct Animal Centre, Melbourne,
Australia and Monash University, Clayton, Australia.
AUTHOR CONTRIBUTIONS
XZY and RJL carried out the research and analyzed the data.
GF carried out essential experiments. JP contributed essential
technical expertise. MOK and JGB designed and supervised the
research and analyzed the data. XZY wrote the first draft. All
authors contributed to writing of the manuscript.
FUNDING
Funding was provided by NHMRC (Senior Research Fellowships
to JGB and MOK; Early Career Fellowship to RJL; Project
grant to MOK). Burnet Institute was supported by the NHMRC
Independent Research Institutes Support Scheme and a Victorian
State Government Operational Infrastructure Grant. JB and
GF are members of the Australian Centre for Research
Excellence in Malaria Elimination (ACREME), funded by
the NHMRC.
Frontiers in Immunology | www.frontiersin.org 11 January 2019 | Volume 10 | Article 32
Yap et al. Dendritic Cell Responses to Malaria
ACKNOWLEDGMENTS
With thanks to staff of the AMREP Flow facility and Monash
Flow Cytometry Platform, the technicians and staff of the animal
facilities at AMREP and Monash.
SUPPLEMENTARY MATERIAL
The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fimmu.
2019.00032/full#supplementary-material
REFERENCES
1. Castiglioni P, Lu C, Lo D, Croft M, Langlade-Demoyen P, Zanetti M, et al.
CD4T cell priming in dendritic cell-deficient mice. Immunology (2003)
15:127–36. doi: 10.1093/intimm/dxg015
2. Draper SJ, Sack BK, King CR, Nielsen CM, Rayner JC, Higgins MK, et al.
Malaria vaccines: recent advances and new horizons. Cell Host Microbe (2018)
24:43–56. doi: 10.1016/j.chom.2018.06.008
3. Caux C, Massacrier C, Vanbervliet B, Dubois B, Van Kooten C, Durand I, et al.
Activation of human dendritic cells through CD40 cross-linking. J Exp Med.
(1994) 180:1263–72. doi: 10.1084/jem.180.4.1263
4. Woodberry, Minigo G, Piera KA, Amante FH, Pinzon-Charry A, Good MF,
et al. Low-level Plasmodium falciparum blood-stage infection causes dendritic
cell apoptosis and dysfunction in healthy volunteers. J Infect Dis. (2012)
206:333–40. doi: 10.1093/infdis/jis366
5. Kho S, Marfurt J, Handayuni I, Pava Z, Noviyanti R, Kusuma A, et al.
Characterization of blood dendritic and regulatory T cells in asymptomatic
adults with sub-microscopic Plasmodium falciparum or Plasmodium vivax
infection.Malar J. (2016) 15:328. doi: 10.1186/s12936-016-1382-7
6. Breitling LP, Fendel R, Mordmueller B, Adegnika AA, Kremsner PG,
Luty AJ. Cord blood dendritic cell subsets in African newborns exposed
to Plasmodium falciparum in utero. Infect Immun. (2006) 74:5725–9.
doi: 10.1128/IAI.00682-06
7. Urban BC, Cordery D, Shafi MJ, Bull PC, Newbold CI, Williams TN, et al.
The frequency of BDCA3-positive dendritic cells is increased in the peripheral
circulation of Kenyan children with severe malaria. Infect Immun. (2006)
74:6700–6. doi: 10.1128/IAI.00861-06
8. Sallusto F, Lanzavecchia A. Efficient presentation of soluble antigen by
cultured human dendritic cells is maintained by granulocyte/macrophage
colony-stimulating factor plus interleukin 4 and downregulated
by tumor necrosis factor alpha. J Exp Med. (1994) 179:1109–18.
doi: 10.1084/jem.179.4.1109
9. Robbins SH, Walzer T, Dembélé D, Thibault C, Defays A, Bessou G, et al.
Novel insights into the relationships between dendritic cell subsets in human
and mouse revealed by genome-wide expression profiling. Genome Biol.
(2008) 9:R17 doi: 10.1186/gb-2008-9-1-r17
10. Brawand P, Fitzpatrick DR, Greenfield BW, Brasel K, Maliszewski CR, De
Smedt T. Murine plasmacytoid pre-dendritic cells generated from Flt3 ligand-
supplemented bone marrow cultures are immature APCs. J Immunol. (2002)
169:6711–19. doi: 10.4049/jimmunol.169.12.6711
11. Naik SH, Proietto AI, Wilson NS, Dakic A, Schnorrer P, Fuchsberger M, et al.
Cutting edge: generation of splenic CD8+ and CD8- dendritic cell equivalents
in Fms-like tyrosine kinase 3 ligand bone marrow cultures. J Immunol. (2005)
174:6592–7. doi: 10.4049/jimmunol.174.11.6592
12. Brasel K, De Smedt T, Smith JL, Maliszewski CR. Generation of murine
dendritic cells from flt3-ligand-supplemented boneI marrow cultures. Blood
(2000) 96:3029–39. Available online at: http://www.bloodjournal.org/content/
96/9/3029.long?sso-checked=true
13. Kirkling ME, Cytlak U, Lau CM, Lewis KL, Resteu A, Khodadadi-
Jamayran A, et al. Notch signaling facilitates in vitro generation of
cross-presenting classical dendritic cells. Cell Rep. (2018) 23:3658–72.e6.
doi: 10.1016/j.celrep.2018.05.068
14. Macri C, Pang ES, Patton T, O’KeeffeM. Dendritic cell subsets. Semin Cell Dev
Biol. (2018) 84:11–21. doi: 10.1016/j.semcdb.2017.12.009
15. O’Keeffe M, Hochrein H, Vremec D, Scott B, Hertzog P, Tatarczuch L,
et al. Dendritic cell precursor populations of mouse blood: Identification
of the murine homologues of human blood plasmacytoid pre-DC2 and
CD11c+DC1 precursors. Blood (2003) 101:1453–9. doi: 10.1182/blood-2002-
03-0974
16. O’Keeffe M, Hochrein H, Vremec D, Caminschi I, Miller JL, Anders
EM, et al. Mouse plasmacytoid cells: long-lived cells, heterogeneous in
surface phenotype and function, that differentiate into CD8(+) dendritic
cells only after microbial stimulus. J Exp Med. (2002) 196:1307–19.
doi: 10.1084/jem.20021031
17. Ank N, Iversen MB, Bartholdy C, Staeheli P, Hartmann R, Jensen
UB, et al. An important role for type III interferon (IFN-lambda/IL-
28) in TLR-induced antiviral activity. J Immunol. (2008) 180:2474–85.
doi: 10.4049/jimmunol.180.4.2474
18. Parroche P, Lauw FN, Goutagny N, Latz E, Monks BG, Visintin A, et al.
Malaria hemozoin is immunologically inert but radically enhances innate
responses by presenting malaria DNA to Toll-like receptor 9. Proc Natl Acad
Sci USA. (2007) 104:1919–24. doi: 10.1073/pnas.0608745104
19. Wu X, Gowda NM, Kumar S, Gowda DC. Protein-DNA complex is
the exclusive malaria parasite component that activates dendritic cells
and triggers innate immune responses. J Immunol. (2010) 184:4338–48.
doi: 10.4049/jimmunol.0903824
20. Pichyangkul S, Gettayacamin M, Miller RS, Lyon JA, Angov E, Tongtawe P,
et al. Pre-clinical evaluation of the malaria vaccine candidate P. falciparum
MSP1 42 formulated with novel adjuvants or with alum. Vaccine (2004)
22:3831–40. doi: 10.1016/j.vaccine.2004.07.023
21. Loughland JR, Minigo G, Sarovich DS, Field M, Tipping PE, Montes
de Oca M, et al. Plasmacytoid dendritic cells appear inactive during
sub-microscopic Plasmodium falciparum blood-stage infection, yet retain
their ability to respond to TLR stimulation. Sci Rep. (2017) 7:2596.
doi: 10.1038/s41598-017-02096-2
22. Wykes MN, Kay JG, Manderson A, Liu XQ, Brown DL, Richard
DJ, et al. Rodent blood-stage Plasmodium survive in dendritic cells
that infect naive mice. Proc Natl Acad Sci USA. (2011) 108:11205–10.
doi: 10.1073/pnas.1108579108
23. Moll K, Kaneko A, Scherf A, Wahlgren M. Methods in Malaria Research. 5th
ed. BioMalPar (2008).
24. Lambros C, Vanderberg JP. Synchronization of Plasmodium
falciparum erythrocytic stages in culture. J Parasitol. (1979) 65:418–20.
doi: 10.2307/3280287
25. Goodyer ID, Johnson J, Eisenthal R, Hayes DJ. Purification of mature-stage
Plasmodium falciparum by gelatine flotation. Ann Trop Med Parasitol. (1994)
88:209–11. doi: 10.1080/00034983.1994.11812859
26. Boyle MJ, Wilson DW, Richards JS, Riglar DT, Tetteh KK, Conway DJ, et al.
Isolation of viable Plasmodium falciparum merozoites to define erythrocyte
invasion events and advance vaccine and drug development. Proc Natl Acad
Sci USA. (2010) 107:14378–83. doi: 10.1073/pnas.1009198107
27. Ding Y, Wilkinson A, Idris A, Fancke B, O’Keeffe M, Khalil D, et al. FLT3-
ligand treatment of humanizedmice results in the generation of large numbers
of CD141+ and CD1c+ dendritic cells in vivo. J Immunol. (2014) 192:1982–9.
doi: 10.4049/jimmunol.1302391
28. Imwong M, Stepniewska K, Tripura R, Peto TJ, Lwin KM, Vihokhern B, et al.
Numerical distributions of parasite densities during asymptomatic malaria. J
Infect Dis. (2016) 213:1322–9. doi: 10.1093/infdis/jiv596
29. Rolling T, Schmiedel S, Wichmann D, Wittkopf D, Burchard GD, Cramer
JP. Post-treatment haemolysis in severe imported malaria after intravenous
artesunate: case report of three patients with hyperparasitaemia. Malar J.
(2012) 11:169. doi: 10.1186/1475-2875-11-169
30. Mordmüller B, Kremsner PG. Hyperparasitemia and blood exchange
transfusion for treatment of children with falciparum malaria. Clin Infect Dis.
(1998) 26:850–2. doi: 10.1086/513926
31. Pichyangkul S, Yongvanitchit K, Kum-arb U, Hemmi H, Akira S, Krieg AM,
et al. Malaria blood stage parasites activate human plasmacytoid dendritic
cells and murine dendritic cells through a Toll-like receptor 9-dependent
Frontiers in Immunology | www.frontiersin.org 12 January 2019 | Volume 10 | Article 32
Yap et al. Dendritic Cell Responses to Malaria
pathway. J Immunol. (2004) 172:4926–33. doi: 10.4049/jimmunol.172.
8.4926
32. Götz A, Tang MS, Ty MC, Arama C, Ongoiba A, Doumtabe D, et al. Atypical
activation of dendritic cells by Plasmodium falciparum. Proc Natl Acad Sci
USA. (2017) 114:E10568–7. doi: 10.1073/pnas.1708383114
33. O’Keeffe M, Fancke B, Suter M, Ramm G, Clark J, Wu L, et al.
Nonplasmacytoid, high IFN-a-producing, bone marrow dendritic cells. J
Immunol. (2012) 188:3774–83. doi: 10.4049/jimmunol.1101365
34. Kinyanjui SM, Howard T, Williams TN, Bull PC, Newbold CI, Marsh K. The
use of cryopreserved mature trophozoites in assessing antibody recognition
of variant surface antigens of Plasmodium falciparum-infected erythrocytes. J
Immunol Methods (2004) 288:9–18. doi: 10.1016/j.jim.2004.01.022
35. Chan JA, Howell KB, Reiling L, Ataide R, Mackintosh CL, Fowkes FJ, et al.
Targets of antibodies against Plasmodium falciparum-infected erythrocytes in
malaria immunity. J Clin Invest. (2012) 122:3227–38. doi: 10.1172/JCI62182
36. Stanisic DI, Liu XQ, De SL, Batzloff MR, Forbes T, Davis CB, et al.
Development of cultured Plasmodium falciparum blood-stage malaria cell
banks for early phase in vivo clinical trial assessment of anti-malaria drugs
and vaccines.Malar J. (2015) 14:1–10. doi: 10.1186/s12936-015-0663-x
37. Stanisic DI, Gerrard J, Fink J, Griffin PM, Liu XQ, Sundac L, et al. Infectivity
of plasmodium falciparum in malaria-naive individuals is related to knob
expression and cytoadherence of the parasite. Infect Immun. (2016) 84:2689–
96. doi: 10.1128/IAI.00414-16
38. Elandalloussi LM, Smith PJ. Preparation of pure and intact Plasmodium
falciparum plasma membrane vesicles and partial characterisation of the
plasma membrane ATPase.Malar J. (2002) 1:6. doi: 10.1186/1475-2875-1-6
39. Barfod L, Dalgaard MB, Pleman ST, Ofori MF, Pleass RJ, Hviid L. Evasion of
immunity to Plasmodium falciparum malaria by IgM masking of protective
IgG epitopes in infected erythrocyte surface-exposed PfEMP1. Proc Natl Acad
Sci USA. (2011) 108:12485–90. doi: 10.1073/pnas.1103708108
40. Hsieh FL, Turner L, Bolla JR, Robinson CV, Lavstsen T, Higgins MK. The
structural basis for CD36 binding by the malaria parasite. Nat Commun.
(2016) 7:12837. doi: 10.1038/ncomms12837
41. Sampaio NG, Eriksson EM, Schofield L. Plasmodium falciparum PfEMP1
modulates monocyte/macrophage transcription factor activation and
cytokine and chemokine responses. Infect Immun. (2017) 86:e00447–17.
doi: 10.1128/IAI.00447-17
42. Elliott SR, Spurck TP, Dodin JM, Maier AG, Voss TS, Yosaatmadja F, et al.
Inhibition of dendritic cell maturation by malaria is dose dependent and does
not require Plasmodium falciparum erythrocyte membrane protein 1. Infect
Immun. (2007) 75:3621–32. doi: 10.1128/IAI.00095-07
43. Pinzon-Charry A, Woodberry T, Kienzle V, McPhun V, Minigo G, Lampah
DA, et al. Apoptosis and dysfunction of blood dendritic cells in patients
with falciparum and vivax malaria. J Exp Med. (2013) 210:1635–46.
doi: 10.1084/jem.20121972
44. Kushwah R, Oliver JR, Zhang J, Siminovitch KA, Hu J. Apoptotic dendritic
cells induce tolerance in mice through suppression of dendritic cell
maturation and induction of antigen-specific regulatory T cells. J Immunol.
(2009) 183:7104–18. doi: 10.4049/jimmunol.0900824
45. Kushwah R, Wu J, Oliver JR, Jiang G, Zhang J, Siminovitch KA, et al.
Uptake of apoptotic DC converts immature DC into tolerogenic DC, which
induce differentiation of Foxp3+ regulatory T cells. Eur J Immunol. (2010)
40:1022–35. doi: 10.1002/eji.200939782
46. Le Roch KG, Johnson JR, Florens L, Zhou Y, Santrosyan A, Grainger M,
et al. Global analysis of transcript and protein levels across the Plasmodium
falciparum life cycle.Genome Res. (2004) 14:2308–18. doi: 10.1101/gr.2523904
47. Florens L, Washburn MP, Raine JD, Anthony RM, Grainger M, Haynes JD,
et al. A proteomic view of the Plasmodium falciparum life cycle.Nature (2002)
419:520–6. doi: 10.1038/nature01107
48. Chotivanich K, Udomsangpetch R, Dondorp A, Williams T, Angus B,
Simpson JA, et al. The mechanisms of parasite clearance after antimalarial
treatment of Plasmodium falciparummalaria. J Infect Dis. (2000) 182:629–33.
doi: 10.1086/315718
49. Chotivanich K, Udomsangpetch R, McGready R, Proux S, Newton P,
Pukrittayakamee S, et al. Central role of the spleen in malaria parasite
clearance. J Infect Dis. (2002) 185:1538–41. doi: 10.1086/340213
50. Angus BJ, Chotivanich K, Udomsangpetch R, White NJ. In vivo removal
of malaria parasites from red blood cells without their destruction in acute
falciparum malaria. Blood (1997) 90:2037–40.
51. Mukherjee P, Chauhan VS. Plasmodium falciparum-free merozoites and
infected RBCs distinctly affect soluble CD40 ligand-mediated maturation of
immature monocyte-derived dendritic cells. J Leukoc Biol. (2008) 84:244–54.
doi: 10.1189/jlb.0807565
52. Hémont C, Neel A, Heslan M, Braudeau C, Josien R. Human blood mDC
subsets exhibit distinct TLR repertoire and responsiveness. J Leukoc Biol.
(2013) 93:599–609. doi: 10.1189/jlb.0912452
53. Urban BC, Ferguson DJ, Pain A, Willcox N, Plebanski M, Austyn JM, et
al. Plasmodium falciparum-infected erythrocytes modulate the maturation of
dendritic cells. Nature (1999) 400:73–7. doi: 10.1038/21900
54. Beeson JG, Kurtovic L, Dobaño C, Opi DH, Chan J-A, Feng G,
et al. Challenges and strategies for developing efficacious and
long-lasting malaria vaccines. Sci Transl Med. (2019) 11:eaau1458.
doi: 10.1126/scitranslmed.aau1458
55. Fowkes FJ, Boeuf P, Beeson JG. Immunity to malaria in an era
of declining malaria transmission. Parasitology (2016) 143:139–53.
doi: 10.1017/S0031182015001249
Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.
Copyright © 2019 Yap, Lundie, Feng, Pooley, Beeson and O’Keeffe. This is an open-
access article distributed under the terms of the Creative Commons Attribution
License (CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) and the copyright owner(s) are credited and that the
original publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not comply
with these terms.
Frontiers in Immunology | www.frontiersin.org 13 January 2019 | Volume 10 | Article 32
